CORE: A Software Tool for Delineating Regions of Recurrent DNA Copy Number Alteration in Cancer.
Collections of genomic intervals are a common data type across many areas of computational biology. In cancer genomics, in particular, the intervals often represent regions with altered DNA copy number, and their collections exhibit recurrent features, characteristic of a given cancer type. Cores of Recurrent Events (CORE) is a versatile computational tool for identification of such recurrent features. Here we provide practical guidance for the use of CORE, implemented as an eponymous R package.